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Amendments to the Claims : 

This listing of claims will replace all prior versions and listings of the claims in the application. 

Listing of Claims : 

1 . (currently amended) A Mmethod for detecting and/or purifying subsLaiices seleuLed 
fiani piuLeius, biomolecules; and/or protein complexes, of proLeins ui bioxnolecules, bubuiiils uf 
bioinole cule Luuiplexes, cell Luiiipon e nLb^ cell organ ellcb and lcUs the method comprising die sLeps; 

(a) providing an expression environment containing one or more heterologous nucleic 
acids encoding one or more polypeptides and/ or one or more subunits of a biomolecule complex, 
the polyp e plides ui subunits being fused to at least two different affinity tags, one of which consists 
of one or more IgG binding domains of Staphylococcus protein A;^ 

(b) maintaining the expression environment under conditions that facilitate expression 
of the one or more pulypepLides ui subunits in a native form as fusion proteins with the affinity tags, 
and under conditions that allow the formation of a complex between the one or more subunits and 
other components capable of complexing with the one or more subunits: 

(c) detecting and/or purifying the one or more tto lypeplideb ui subunits by a 
combination of at least two different affinity purification steps each comprising binding the one or 
more pulypepudcs oi subunits via one affinity tag to a support material capable of selectively binding 
one of the affinity tags and separating the one or more puly pep tides ui subunits from the support 
material after substances not bound to the support material have been removed. 

2. (currently amended) A Mediod method for detecting and/or purifying biomolecule 
and/ or protein complexes, the method comprising die sLcps : 

(a) providing an expression environment containing one or more heterologous nucleic 
acids encoding at leasts two subunits of a biomolecule complex, each being fused to at least one of 
different affinity tags, one of which consists of one or more IgG binding domains of Staphylococcus 
protein A, 

(b) maintaining the expression environment under conditions that facilitate expression 
of the orrc two or more subunits in a native form as fusion proteins with the affinity tags, and under 
conditions that allow the formation of a complex between the cme two or more subunits and possibly 
other components capable of complexing with the one two or more subunits, 

(c) detecting and/ or purifying the complex by a combination of at least two different 
affinity purification steps each comprising binding the one two or more subunits via one affinity tag 
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to a support material capable of selectively binding one of the affinity tags and separating the complex 
from the support material after substances not bound to the support material have been removed. 

3. (currently amended) A M e diud method according to claim 1 or 2, wherein between the 
one or more poly pep (ides or subunits and one or more of the affinity tags a specific proteolytic 
cleavage site is present in one or more of the fusion proteins which facilitates the removal of one or 
more of the affinity tags. 

4. (currently amended) A Mediud method according to claim 3, wherein the specific 
proteolytic cleavage site is an enzymatic cleavage site. 

5. (currentiy amended) A M e diod method according to claim 4, wherein the specific 
proteolytic cleavage site is the cleavage site for Tobacco Etch Virus protease NIA. 

6. (currently amended) The M e tliod method according to claim 3 5, wherein the one or more 
of the proteolytic cleavage site is used to cleave the polypeptide ur one or more of the subunits in 
step (c) from the IgG binding domain of Staphylococcus protein A bound to the support material. 

7. (currentiy amended) The Mediod method according to claim 6, wherein the affinity 
purification of step (c) comprises: 

(i) binding the one or more do lypep tides oi subunits via the one or more IgG binding 
domains of Staphylococcus to a support material capable of specifically binding the latter^ removing 
substances not bound to the support material and separating the one or more polypeptid e s or 
subunits from the support material by cleaving off the IgG binding domains via the specific 
proteolytic cleavage site, and 

(ii) binding the pulypepudes ui subunit via another affintiy tag to a second support 
material capable of specifically binding the latter, removing substances not bound to the support 
material and separating the polypeptide or subunit from the support material. 

8. (currentiy amended) The Mediod method according to claim 7, wherein step (ii) is carried 
out before step (i). 
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9. (currently amended) The Mctliad method according to claim 3 8, wherein the fusion 
protein contains a second specific proteoljrdc cleavage site for the removal of one or more of the 
other affinity tags. 

10. (currently amended) The Mediad method according to claim 1 or 2 9, wherein one of 
the affinity tags consists of at least one calmodulin binding peptide. 

1 1 . (currently amended) The M e diod method according to claim 1 0, wherein a chemical agent 
is used to separate the one or more polypeptides or subunits from the support material. 
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